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Myoglobin Hemoglobin

Mathews et al (2000) Biochemistry (3e) p.214
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Cartoon by I. Geis
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Watson et al. (1987) Mol Biol Gene, Plate 3
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|. Conformational Match:
Van der waals interaction

2 . Interaction Forces:
(1) Hydrogen bond
(2) Hydrophobic interaction
(3) Electrostatic interaction

(4) Van der waals interaction
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H%/_EEZ E| H Active site

aspartate

Stryer (1995) Biochemistry (4e) p.252
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