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Gel filtration lon exchange, Reverse phase Affinity
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Watson et al. (1987) Mol Biol Gene, Plate 3
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Alberts et al (1994) Molecular Biology of the Cell (3e) p.49
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Martin, Synge (1952)

Paper partition chromatography (PPC)
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Adapted from Scope RK (1987) Protein Purification — Principles and Practice p.9
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Pharmacia

Sephadex glucose (dextrose)
Sepharose agarose

Sephacryl glucose + acrylamide
Sephacel cellulose

SMEOl Superose, Superdex
Mono Q, Mono S

BioGel P acrylamide
BioGel A agarose
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=TI AE B - Cellulase

0.2 M NaCl
0.5 ” | 0.5
Mono Q HR 5/5
1 mL/min
20 mM Tris, pH 7.6
Crude cellulase 2.5 mg
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0 10 20 30 0 10 20

Retention time (min)

Adapted from Pharmacia (1991) lon Exchange Chromatography — Principles and Methods p.127
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|. Conformational Match: Il. Interaction Forces:
Van der waals interaction (1) Hydrogen bond

(2) Hydrophobic interaction
(3) Electrostatic interaction
(4) Van der waals interaction
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Imidazole

Protein

,C-COOH v
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OH OH C COOH

Metal Chelate Affinity Chromatography
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(mg) (U/mg) (fold) (%)

FHFH AR 1,070 9,672 9.0 1.0 100
W= X - S R 7

ST H LRR 800 12555 157 17 130
g
it e 52 57
(35.55%) 250 6,610 26.4 2.9 68
Sepharose CL-68 53 5789 1113 124 60
TR ’ | |
DEAE Sepharose
RO 8.6 2060 3442 38.2 31




