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Adapted from Campbell (1999) Biochemistry (3d) p.179
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Glycogen phosphorylase
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Adapted from Stryer (1995) Biochemistry (4e) p.592
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1. NEBEQERERE :  Coenzyme | [Cofactor]
Carboxypeptidase Zn
Hexokinase ATP
2. AEEEEFRE :
Dehydrogenase NADH
3. iR HnaE ) R FEEH :
Pyruvate Vit. B1 Zn
decarboxylase (thiamine)
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Adapted from Alberts et al (1994) Molecular Biology of the Cell (3e) p.130
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Todd (1957)

B2 Riboflavin (FADH) FILERNIE H

B3 Niacin (NADH, NADPH) FbzRRE H
B1 Thiamine (thiamine pyrophosphate) E%Fé a1t Kz
B5 Pantothenic acid (coenzyme A) RE AL REER
B6 Pyridoxine (pyridoxal phosphate) ﬂ&é—%ﬁ’i ait
Biotin C02 a1t K EEF
Lipoic acid (lipoamine) BE AL &R
Folic acid (tetrahydrofolate) EE}K' AYiE L K EERE
B12 Cobalamin EZigtxk BE #2

HAfth : ATP BERHEIR ; UDP-Glc 25 &k

Adapted from Alberts et al (2002) Molecular Biology of the Cell (4e) p.170
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See also:
NADH Lehninger
. . Principles of
bindi ng Biochemistry (4e)
p.514, F13-16

Substrate
binding
domain

Glyceraldehyde-3-phosphate
dehydrogenase

Kleinsmith & Kish (1995) Principles of Cell and Molecular Biology (2€) p.25
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Glyceraldehyde 3-phosphate

Adapted from Alberts et al (2002) Molecular Biology of the Cell (4e) p.86
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Nicotinamide Adenine Dinucleotide (Phosphate)
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Adapted from Alberts et al (2002) Molecular Biology of the Cell (4e) p.86
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Adenine7
Purine

Monophosphate Guanine._
Diphosphate Thymine|
Triphosphate Cytosine | Pyrimidine
Uracil
Ribose, | .
seogsbese 1| |
P Nucleoside (Adenosine) | :
Nucleotide (Adenosine monophosphate, AMP) E
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RNA World
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BB E RNA vs BAMNIIE DNA
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Starr (1987%).Biology: (4e) 548
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