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The Extra Episode of
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Chymotrypsin 25 ZIEE A B

Chymotrypsinogen (inactive)
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_ _ Disulfide bonds
o.-Chymotrypsinogen (active)

Adapted from Campbell (1999) Biochemistry (3d) p.179
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Oligosaccharide linkages
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Roles of oligosaccharides in recognition and

adhesion at the cell surface
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Bl Steps Involved in Protein Degradation
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The structure of the molecular chaperone




B The ubiquitination cascade
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W Comparison of Ubiguifinand SUMO

Small Ubiquitin-like Modifier (SUMO)

m SUMO-1
M Ubiquitin

(b)

Ubiquitin
SUMO-1 MSD----QEARPSTEDLGDKKEGEYI
SUMO-2 MSE----EKPKEGVE--TEN---DHIN
SUMO-3 MAD----EKPKEGVE--TENN--DHIN
smt3 MSDSEVNQEAKPEVK-—PEVKPETHIN

C-terminal GG motif



B The mechanism of reverSible sumoylation
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B Molecular consequences of sumoylation

GUMD E1. E2, E3 enzymes, ATP
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B SUMO participates in diverse cellular processes

Chromosome segregation
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Stress response
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Oncogenesis
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Flowering time in plants



